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Abstract: Due to constant antigenic drift and shift, current influenza-A vaccines need to be redesigned
and administered annually. A universal flu vaccine (UFV) that provides long-lasting protection against
both seasonal and emerging pandemic influenza strains is thus urgently needed. The hemagglutinin
(HA) stem antigen is a promising target for such a vaccine as it contains neutralizing epitopes,
known to induce cross-protective IgG responses against a wide variety of influenza subtypes. In this
study, we describe the development of a UFV candidate consisting of a HAstem trimer displayed on
the surface of rigid capsid-like particles (CLP). Compared to soluble unconjugated HAstem trimer,
the CLP-HAstem particles induced a more potent, long-lasting immune response and were able to
protect mice against both homologous and heterologous H1N1 influenza challenge, even after a
single dose.
Keywords: universal influenza vaccine; HA-stem antigen; capsid-like particles; Virus-like particles;
trimer display; IgG2a; pandemic preparedness

1. Introduction
Influenza A is a respiratory virus causing up to 5 million cases of severe illness and between 290,000
and 650,000 influenza-related deaths every year [1]. Current influenza vaccines are directed against
the major surface antigens, hemagglutinin (HA) and neuraminidase (NA). These vaccines generate
strain-specific responses and therefore need to be re-designed annually in response to antigenic shift
and drift [2,3]. This cumbersome process is further complicated by the current production methods,
which are largely still reliant on traditional egg-based propagation. This process is slow, costly and
severely restricts the number of doses that can be produced for a given flu season, meaning we are left
largely unprepared for pandemic outbreaks [4–7]. Consequently, several alternative approaches are
being pursued with the aim to develop a universal flu vaccine (UFV), ideally offering life-long protection
against a broad range of viral strains and subtypes including emerging pandemic strains [8,9].
The HA protein is responsible for the recognition and entry of the virus into target cells
and is integral to its infectivity. In the native confirmation, HA is a homotrimeric membrane
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glycoprotein composed of a hypervariable head and a more conserved stem region. Although
the human immune system can react against both regions, most of the response is directed towards
the variable head. In the context of developing a UFV, one promising strategy to increase the
breadth of protection is to focus the immune response towards the more conserved HA-stem. This
region is known to contain epitopes for broadly neutralizing antibodies (bnAb) and several HA-stem
antigens have proven to elicit cross-protective antibody responses in preclinical animal models [10–16].
In addition to direct neutralization of the virus, antibodies directed against the stem region mediate
a number of Fc-R-dependant functions including phagocytosis and antibody-dependent cellular
cytotoxicity (ADCC), which contributes significantly to the overall protection [17–19]. Importantly,
high concentrations of HA-stem-specific antibodies are required for adequate immunity. Therefore, the
low intrinsic immunogenicity of the HA-stem region [20] and the fact that current HA-stem antigen
designs contain immune-dominant, non-neutralizing epitopes (including neo-epitopes formed during
their engineering) pose a significant challenge to the development of an HA-stem-based UFV. Therefore,
optimal vaccine formulation of the HA-stem antigen is essential to maximize immunogenicity,
engage both adaptive and innate immune functions, and favour display of bnAb epitopes over
non-neutralizing epitopes.
On that basis, we investigated whether the immune response towards a HA-stem vaccine candidate
that has previously shown to elicit bnAb responses in both mice and non-human primates [11], could
be improved by presenting it on the surface of rigid capsid-like particles (CLP). Due to their size and
repetitive surface geometry, which mimic that of live viruses, CLPs induce rapid lymph node drainage,
enhanced innate immune activation and strong B-cell receptor cross-linking, leading to potent and
long-lasting antibody responses [21,22]. In this study, CLP-display of HAstem was achieved using the
Tag/Catcher-AP205 vaccine platform [23–26]. Upon mixing of the antigen and CLP components, stable
antigen:CLP complexes are formed by the spontaneous formation of isopeptide bonds between the
reactive tag (SpyTag) and Catcher protein (SpyCatcher), which are genetically fused to the antigen
and CLP subunit protein, respectively. Accordingly, the platform can facilitate unidirectional and
high density display of even large and complex proteins [26] and has previously been demonstrated
to increase immunogenicity and mediate a focused antibody response targeting specific parts of the
displayed antigen [27].
Our results show that CLP-display of the trimeric HAstem protein modified the isotype profile of
the induced antibodies and significantly improved the protective capacity of vaccine-induced responses
in mice challenged with both homologous and heterologous H1N1 influenza strains.
2. Materials and Methods
2.1. Design, Expression and Purification of HAstem Trimer Antigen
The HAstem antigen was engineered by Impagliazzo et al. based on the H1N1 A/Brisbane/59/2007
sequence [11]. To enable CLP-display, the HAstem sequence #4900 [11] was genetically fused at the
C-terminus with a 6xhistidine tag followed by a Glycin-Glycin linker and the Spytag sequence
(AHIVMVDAYKPTK) (Figure S1). The gene sequence was further modified to contain a BamHI
restriction site at the N-terminus and a stop-codon followed by an EcoRI restriction site at the
C-terminus. The codon optimized (Trichoplusia ni cells) gene sequence was finally synthesized by
Geneart (Life Technologies).
To generate recombinant HA-stem influenza trimers, flashBAC™ Gold DNA (Oxford Expression
Technologies, Oxford, UK) was co-transfected with pAcGP67A/HAstem into Sf9 insect cells using
Lipofectamine 2000 Reagent (Invitrogen, Carlsbad, CA, USA), according to manufactures instructions.
Supernatant containing recombinant Baculovirus was harvested and used to generate a high-titer virus
stock, for infection of High-Five insect cells. Infected High-Five cells were incubated for 16–28 h at
28 ◦ C with shaking. The filtered supernatant was buffer exchanged (1 × PBS, pH 7.4, supplemented
with 60 mM Imidazole) and concentrated using a QuixStand Benchtop system (10,000 MWCO hollow
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fiber cartridge, surface area 650 cm2 (GE Healthcare, Chicargo, IL, USA) followed by filtration through
a 0.22 µm filter. The 6xhistidine tagged recombinant HA-stem protein was purified on a 5 mL HisTrap
HP column (GE healthcare). Bound protein was eluted with 500 mM Imidazole in 1 × PBS buffer,
pH 7.4. To isolate assembled HAstem trimers, HAstem protein fractions were further purified by
size-exclusion chromatography using a Highload Superdex 200 pg chromatography column (GE
healthcare). Fractions containing HAstem trimers were identified by non-reducing SDS-PAGE. Protein
concentrations were measured using a BCA kit (Thermo Fisher Scientific, Waltham, MA, USA).
2.2. Expression and Purification of CLP Platform, SpyCatcher-AP205
The expression and purification of SpyCatcher-CLP has previously been described [23]. Briefly,
SpyCatcher was genetically fused to the N-terminus of the bacteriophage AP205 coat protein (Gene
ID: 956335). The SpyCatcher-CLP gene sequence was cloned in a pET-15b vector, using NcoI and
NotI restriction sites, and recombinant expression was performed in E. coli One Shot® BL21 Star™
(DE3) cells (Invitrogen). Purification of SpyCathcer-CLP was performed by ultracentrifugation over an
Optiprep™ (Sigma-Aldrich, St Lois, MO, USA) density step gradient.
2.3. Conjugation of HAstem Trimer to CLP Platform
To develop CLP-HAstem , SpyTagged HAstem trimers and SpyCatcher-CLP were mixed in a 1:1
molar ratio and incubated overnight at 4 ◦ C. Unbound excess HA-stem antigen was removed by
density step-gradient ultracentrifugation. The CLP-HAstem was finally dialyzed against a 1xPBS buffer,
pH 7.4, using a 1000 kDa MWCO dialysis tube (Spectrum Labs, San Francisco, CA, USA).
2.4. Quality Assessment of the HAstem CLP Vaccine
The CLP-HAstem vaccine was assessed via Dynamic Light Scattering (DLS) as described
previously [28]. In brief, the vaccine was spun at 15,000 g for 10 min, before being loaded into
a Eppendorf Uvette cuvette (Sigma-Aldrich, St Louis, MO, USA) and measured 20 times at 25 ◦ C on a
DynoPro NanoStar (WYATT Technology, Santa Barbara, CA, USA) using a 658 nm laser. Dynamics
software, Version 7.5.0 (WYATT Technology, Sanata Barbara, CA, USA) was used to estimate the
intensity-average diameter (nm) and percentage polydispersity (%Pd). CLP-HAstem was further
visualized by negative stain Electron Microscopy as described in the subsequent section.
2.5. Negative-Stain Electron Microscopy Sample Preparation, Data Collection, and Processing
HAstem trimers were mixed with MEDI8852 Fab fragments at a molar ratio of 1:3 HA trimer to
Fab fragment for 1 h at room temperature. Complexed HAstem :MEDI8852 samples and CLP-HAstem
samples were diluted to 0.01 mg/mL with 1× TBS, and then 3 µL of sample was immediately applied
to glow-discharged 400 mesh carbon-coated Cu grids. Grids were subsequently stained with 2%
(wt/vol) uranyl formate for 35–45 s and then blotted using filter paper until completely dry. All grids
were imaged on a 120 kV FEI Tecnai Spirit electron microscope (FEI, Hillsboro, OR, USA) using a
nominal magnification of ×52,000, resulting in 2.05 Å/px. Micrographs were collected using a TVIPS
TemCam-F416 (4 k × 4 k) camera with the Leginon interface [29] and a defocus of 1.5 µm. Particles
were selected using a Difference of Gaussians (DoG) picker in Appion [30], extracted, and classified
into 2D class averages with Relion v2.1 [31].
2.6. Bio-Layer Interferometry
CR9114 and S9-3-37 IgG at 5 µg/mL or MEDI8852, C05, and HIV PG9 Fab fragments at 20 µg/mL
were loaded onto anti-human IgG Fc Capture (AHC) or anti-human Fab CH1 (FAB2G) biosensors
(ForteBio, Fremont, CA, USA) in kinetics buffer (0.01% BSA + 0.002% Tween20 in 1× phosphate-buffered
saline) and dipped into wells containing HAstem (135 nM or 270 nM), CLP-HAstem (250 nM or 500 nM
total protein), or kinetics buffer alone using an Octet Red96 instrument (ForteBio). After loading,
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association was measured for 700 s, followed by dissociation for 750 s in kinetics buffer. A baseline
containing kinetics buffer was subtracted from each data set, and curves were aligned on the y axis
using the baseline step.
2.7. Animal Immunization Studies
Female Balb/cA mice, 6–8 weeks old, were obtained from Janvier Labs and housed in a specific
pathogen–free facility. Before being used in experiments, animals were allowed to acclimatized at the
facility for at least 1 week.
Endotoxins were removed from CLP-HAstem vaccine formulations as previously described [32],
and formulated with AddaVaxTM (InvivoGen, San Diego, CA, USA) according to the manufacturer’s
instructions. Mice were immunized intramuscularly with either CLP-HAstem or with a vaccine
formulation containing soluble HAstem trimers. An antigen dose-escalation study was conducted by
vaccinating mice with 1, 5 or 10 µg HAstem (soluble or CLP displayed) following prime-boost-boost
regimen with a 3-week interval. Influenza virus challenge was performed 1 month after the last
boost using the heterologous strain A/Puerto Rico/8/1934 (H1N1/PR8). For the longevity-study, mice
were vaccinated every 3rd week with 4.5 µg HAstem (CLP display vs. soluble) in a prime-boost-boost
setting and challenged 35 weeks after the first immunization with the homologous influenza strain
H1N1A/Brisbane/59/2007 (H1N1/Brisbane). Finally, for the one-shot study, mice were vaccinated
once with 4.5 µg HAstem (CLP display vs. soluble) and 1 month after the final vaccination mice were
challenge with PR8 or Brisbane strain.
2.8. Serum Immunoglobulin Levels
To assess the vaccine-induced antibody responses, enzyme-linked immunosorbent assay (ELISA)
was used to measure HAstem -specific antibody levels, as previously described [23]. In brief, 96-well
microtiter plates (Nunc MaxiSorp, Inivtrogen) were coated with 0.1 µg/well recombinant HAstem
protein, which was then incubated with a serial dilution of serum. Plates were probed with the relevant
HRP-conjugated secondary antibody (i.e., anti-mouse IgG/IgG1/IgG2a/IgG3) and then developed with
a tetramethylbenzidine (TMB) substrate and the absorbance subsequently measured at OD 450 nm.
For the longevity study, the geometric means of the titers (GMT) were calculated on all bleeds. For all
other studies, the endpoint titers are reported and unless otherwise stated in the figure, a cut off of OD
0.1 was applied.
2.9. Virus Challenge
The influenza viruses H1N1 Brisbane A/59/07 (Brisbane) and H1N1 A/Puerto Rico/8/34 (PR8)
were used for sub-lethal challenge studies as described previously [33,34]. An amino acid sequence
comparison of the HAstem protein between the two viral strains can be seen in Figure S1b. For
each virus preparation, the lethal dose was determined, and 1–3 LD50 used. For Brisbane challenge,
this corresponded to 100,000 PFU and for PR8 challenge 100 PFU was used. Mice were anaesthetized
using an i.p. injection of 250 mg/kg avertin (2,2,2 tribromoethanol in 2-methyl-2-butanol), and then
infected i.n. with 30 µL of appropriately diluted influenza virus. Following influenza challenge, mice
were assessed by daily weights.
2.10. Influenza Virus Plaque Assay
Three or five days post influenza challenge, mice were euthanized and the lungs harvested and
frozen via cryopreservation. Lungs were homogenized using sterilized sand and a mortar and pistil.
PBS + 1% FBS was added to the samples to obtain a 10% weight/volume suspension and then spun for
15 min at 600 G and 4 ◦ C. Supernatant was collected and kept on ice until use.
MDCK plaque assay was performed as previously described [33]. Briefly, 4.5 × 104 MDCK cells
were grown in 96-well plates overnight in 100 µL complete medium. Ten-fold dilutions of the lung
suspensions were prepared using an influenza growth medium containing DMEM 1965 medium with

Vaccines 2020, 8, 389

5 of 15

0.2% BSA, 2 mM L-glutamin, 200 IU/mL penicillin, 50 µg/mL streptomycin, 1% sodium-pyruvate,
and 5 units/mL TPCK Trypsin. MDCK-cells were washed twice with PBS and then incubated with
50 µL of each virus dilution for 2 h at 37 ◦ C, 5% CO2 . Media was then removed, and the cells were
overlayed in a medium containing 2× minimum essential medium (MEM) eagle supplemented with
0.4% BSA, 10% NaHCO3, 2% Streptomycin, 2% penicillin and 5 units/mL TPCK trypsin mixed 1:1 with
1.8% methylcellulose. Following a 48 h incubation at 37 ◦ C and 5% CO2 , the overlay was removed
and the wells were washed twice with PBS. Cells were fixated with 4% formaldehyde for 30 min at
room temperature and then washed twice with PBS and permeabilised with warm 0.5% Triton-X in
Hanks balanced salt solution medium. Cells were subsequently washed and then incubated with
primary α-influenza nucleocapsid A mAb (Nordic Biosite, Copenhagen, Denmark) diluted 1:1500
in PBS + 1% BSA for 1 h at 37 ◦ C and 5% CO2 . The antibody was removed and cells washed five
times. This was followed by incubation with a goat α-mouse HRP conjugated secondary mAb (Dako,
Glostrup, Denmark) at a 1:500 dilution in PBS + 1% BSA for 1 h at 37 ◦ C, 5% CO2 . Cells were
subsequently washed five times with PBS before adding 200 µL substrate solution containing 3 mg/mL
3-amino-9-ethylcarbazole, 0.07% H2 O2 and 5 mM citrate phosphate buffer (pH 5) to the wells for
30 min at room temperature. The substrate was removed and cells were washed before counting.
All samples were run in duplicates. Plaque forming units per g lung tissue was calculated according to
the following formula:
Dilution factor × average number of plaques/well × 20 = PFU/g
Detection level was calculated to be 500 PFU/g (2.7 log PFU/g)
2.11. Ethical Statement
All animal experiments were approved by the Danish Animal Experiments Inspectorate, approval
numbers: 2018-15-0201-01541 and 2015-15-0201-00623, and were conducted in accordance with national
Danish guidelines. Mice were housed in an AAALAC accredited facility in accordance with good
animal practice as defined by FELASA.
2.12. Statistical Analysis
To determine statistical significance of ELISA endpoint titers and the plaque assays, pairwise
comparisons of immunization groups was performed using an unadjusted, non-parametric, two-tailed,
Mann–Whitney Rank Sum Test, with a statistical significance defined at p < 0.05.
3. Results
3.1. Development and Characterization of a CLP Vaccine Displaying a Trimeric HAstem Protein
A previously described HAstem protein, based on A/Brisbane/59/2007 (H1N1) influenza virus [11],
was genetically modified to contain a C-terminal SpyTag and subsequently expressed and purified from
baculovirus-transfected insect cells. The Spytagged HAstem formed stable disulfide-linked trimers,
similar to the original HAstem protein (Figure 1a and Figure S2a). To further characterize the protein,
the presence and accessibility of known bnAb epitopes was confirmed by Bio-layer interferometry
using MEDI8852 [35], CR9114 [36] and S9-3-37 [37] monoclonal antibodies (Figure 1b and Figure S3).
Electron microscopy of HAstem - MEDI8852 complexes revealed that three Fab molecules bound to each
trimer (Figure 1b). These analyses demonstrated that well-characterized bnAb epitopes were retained
in the SpyTag-modified HAstem recombinant protein, and that the protein shares a similar structure
with the native HA surface antigen. Mixing of Spytagged HAstem trimers with SpyCatcher-CLP
resulted in the formation of HAstem CLPs, each displaying approximately 20–30 HAstem trimers
per particle (Figure 1c,d). Excess unconjugated HAstem antigen could efficiently be removed by
ultracentrifugation (Figure 1d and Figure S2b). Interestingly, the majority of HAstem trimers were
anchored to the CLP using multiple (i.e., two or three) of the Spytags present at the C-terminus of
each protomer. This was evidenced by the small percentage of surface displayed HAstem protomers
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that was not covalently bound to a CLP subunit (Figure 1d lane 3). Dynamic light-scattering (DLS)
analysis and transmission electron microscopy revealed that HAstem CLPs were largely monomodal
and monodispersed (polydispersity of 14.3%) and had a larger diameter (58 nm) than the unconjugated
SpyCatcher-CLP
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protein produced significantly lower antibody responses (p < 0.005) and 6 out of the 10 mice receiving
the lowest dose failed to generate a detectable anti-HAstem titer (Figure 2b). The second vaccination
with the CLP-HAstem vaccine (measured at week 5) led to a 2-log increase in ELISA antibody titers,
again irrespective of the antigen dose, and this level of anti-HAstem antibodies did not increase
substantially after the third vaccination (measured at week 8). In comparison, only mice that received
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(A/PR8) and 5 days post inoculation (p.i) of influenza, mice were euthanized and their lungs harvested.
(b) ELISA measurements of HAstem -specific IgG titres from serum taken at specified weeks. Cut off
was set to OD450nm of 0.2. Each dot represents one animal. Horizontal lines indicate geometric mean
of the group and vertical lines indicate the standard deviation. Significance indicators are shown in
Figure S4. (c) Lung viral titer measured using a MDCK plaque assay. Each dot represents one animal
and horizontal lines represent the median titer per group. Dotted line represents the detection limit of
the assay. * p < 0.05; ** p < 0.005; *** p < 0.0005.

To assess the protective efficacy of the vaccines, mice were challenged with a heterologous H1N1
influenza virus, A/Puerto Rico/8/1934 (H1N1/PR8) 4 weeks after the final immunization. Five days
later, mice were euthanised and the virus burden in the lungs was evaluated in a MDCK plaque assay.
Although anti-HAstem antibody levels were within a similar range between the different vaccination
groups after three immunizations (Figure 2b), significant differences were seen in the virus burden
following the challenge (Figure 2c). Mice vaccinated with the CLP-HAstem vaccine had a significantly
lower viral load compared to the naïve control mice (p < 0.005), irrespective of the antigen dose.
By contrast, only animals vaccinated with the higher doses (5 and 10 µg) of soluble HAstem trimer had
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reduced viral loads compared to the naïve controls. For both the CLP-HAstem and soluble HAstem
vaccine, immunization with 5 or 10 µg antigen resulted in a significantly lower viral load when
compared to the unvaccinated control group (Figure 2c).
3.3. CLP-HA
Elicits
Vaccines
2020,
8, x a Long-Lived Protective Response
stem

9 of 16

An important quality of a future universal influenza vaccine is its ability to elicit a long-lasting
burden and weight loss were similar to that observed in the unvaccinated control mice (Figure 4d–
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antigen in a similar prime-boost-boost schedule as used in the dose-response study and thereafter,
outperformed a vaccine based on the soluble HAstem trimer.
the mice were
intermittently bled and HAstem titer followed over a course of 35 weeks (Figure 3a).
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represent the median titer per group. Dotted line represents the detection limit of the assay. * p < 0.05;
** p < 0.005.

No difference was observed in the geometric mean titer of anti-HAstem IgG between mice
vaccinated with soluble HAstem trimer or CLP-HAstem (Figure 3b). In both groups, the peak antibody
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titer was observed after the third immunization (measured at week 8). Hereafter, anti-HAstem titers
slowly declined in both vaccination groups between week 9 and week 20, where after the antibody
levels remained at a stable plateau throughout the remainder of the study (measured up to week 29).
The antigen-specific IgG isotype profile, measured 29 weeks after vaccination, revealed that while
both groups had similar amounts of antigen-specific IgG1, mice immunized with CLP-HAstem had a
significantly higher amount of antigen-specific IgG2a (p < 0.005) (Figure 3c).
To assess the protective capacity of the vaccine-induced immune response, mice were challenged
with a homologous influenza strain, H1N1 A/Brisbane/59/2007, 34 weeks after the first vaccination.
Five days after influenza challenge, the lungs were harvested and viral load was measured in a plaque
assay. This experiment showed that whereas both vaccines could reduce the viral load compared to the
unvaccinated control mice, CLP-HAstem vaccinated mice were significantly better protected against
infection (median titer of 7500 PFU/g) compared to mice vaccinated with the soluble HAstem vaccine
(median titer of 500,000 PFU/g); p < 0.005) (Figure 3d).
3.4. A Single Vaccination with CLP-HAstem Protects against Homologous and Heterologous Challenge
To assess the potency of the CLP-HAstem vaccine, the protection induced after a single
immunization was investigated (Figure 4a). Mice were vaccinated once with either soluble HAstem or
the CLP-HAstem at a dose of 4.5 µg HAstem protein. Three weeks after vaccination, mice receiving the
CLP-HAstem vaccine had significantly higher anti-HAstem IgG titers compared to mice receiving the
soluble antigen (p < 0.0005) (Figure 4b). Moreover, as in the previous experiment, mice immunized with
the CLP-HAstem vaccine had significantly higher levels of anti-HAstem IgG2a antibodies (p < 0.0005),
while the IgG1 antibody titer was comparable to mice vaccinated with soluble HAstem (Figure 4c).
Five weeks post-immunization, mice were challenged with either the homologous (A/Brisbane) or
heterologous (A/PR8) influenza virus, and lung viral load was determined in a MDCK plaque assay
3 and 5 days post-inoculation. Mice vaccinated with a single dose of CLP-HAstem were protected
against both viral strains (Figure 4d–g). These mice had a lower viral load in the lungs compared to
unvaccinated mice (median titer 5 days post challenge of 3 × 103 versus 1 × 106 PFU/g (p < 0.005) and
2.5 × 104 versus 1.9 × 107 PFU/g (p < 0.005)) for homologous and heterologous challenge respectively.
Moreover, the mean viral load in the lungs did not increase between days 3 and 5, indicating
that CLP-HAstem vaccination did not simply delay viral replication but rather protected against it
(Figure 4d,e). Finally, CLP-HAstem vaccinated mice showed no weight loss as a result of the either
influenza challenge (Figure 4f,g). Mice vaccinated with the soluble HAstem fared less well. Five days
after homologous challenge, the mean lung viral burden was lower on day 5 compared to the control
animals (p < 0.05), but there was no sign of protection against heterologous challenge, where virus
burden and weight loss were similar to that observed in the unvaccinated control mice (Figure 4d–g).
These results showed that a single dose of the CLP-HAstem vaccine provided protection against
both homologous and heterologous influenza virus challenge in mice and that this vaccine outperformed
a vaccine based on the soluble HAstem trimer.

Figure 4. Cont.
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Figure 4. Single immunization protects against homologous and heterologous influenza challenge.
(a) Experimental setup. Mice (n = 10/group) were immunized with CLP-HAstem or Soluble HAstem
once. Blood was drawn at week 3. Five weeks post vaccination, mice were challenged intranasally
with homologous (A/Brisbane) or heterologous (A/PR8) viral strains. Lungs were harvested on day
3 (n = 5/group) or 5 (n = 5/group) post influenza inoculation (p.i). (b) Anti-HAstem endpoint IgG
titer was measured by ELISA 3 weeks post immunization. (c) ELISA measurements of individual
anti-HAstem IgG isotype titers from serum taken at week 3. Each dot represents one animal. Horizontal
lines indicate geometric mean of the group and vertical lines indicate the standard deviation (n = 10).
(d) and (e) Lungs were isolated 3 or 5 days post challenge with A/Brisbane or A/PR8 respectively and
viral titer was measured using MDCK plaque assay. Each dot represents one animal. Horizontal lines
represent the median titer per group and the dotted line represents the detection limit of the assay.
(f,g) Percentage weight loss following A/Brisbane and A/PR8 challenge respectively. Dots represent
mean, and error bars represent standard deviation. * represents significant differences between the
CLP-HAstem group and the soluble HAstem group. # represents significant differences between the
CLP-HAstem group and naïve controls. * p < 0.05; ** p < 0.005; *** p < 0.0005.

4. Discussion
An effective UFV offering protection against both seasonal and pandemic viral strains would
greatly improve our position in the ongoing battle against influenza. While several antigen candidates
with broadly neutralizing potential (e.g., HA-stem) have been identified [10–14,38,39], several hurdles
to UFV development still need to be overcome. Firstly, while high anti-HA antibody levels are
important for protection [20], it has so far been challenging to induce strong humoral responses against
the conserved stem region. Additionally, the people in society that are most at risk of severe disease and
death, such as the elderly, often have reduced immune responsiveness making successful vaccination
a challenge [40]. Importantly, during pandemic situations, additional requirements such as rapidly
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induced protection (ideally after a single vaccination) and the possibility for dose sparing are also
vital [41]. On this basis, an effective vaccine formulation and delivery platform that can facilitate a fast,
strong and long-lasting immune response is essential for an effective UFV.
It is well documented that presentation of foreign antigens on the surface of a CLP in a repetitive
and ordered format, mimicking that of a native pathogen, can greatly enhance the immune response
elicited against the antigen [26,42]. In this study, we set out to test whether CLP presentation could
increase the immunogenicity and protective efficacy of a promising HAstem vaccine candidate. As a
starting point, we used a HAstem recombinant protein previously engineered to form stable trimers,
exhibiting structural properties comparable to that of the full-length HA, and which has been validated
to induce broad protection, even against heterosubtypic influenza strains [11].
For many viruses, such as HIV, coronaviruses and influenza, the immunologically important
antigens exist as trimers. Therefore, in the context of developing effective vaccines, it is often essential
to deliver the vaccine antigen in a quaternary structure similar to that of the native protein to ensure
that important inter-subunit epitopes are displayed. However, display of multimeric antigens on
CLPs through conventional means has long been technically challenging. Recently however, the
Tag/Catcher AP205 platform was shown to facilitate the display of the large trimeric HIV envelope
antigen [27]. In accordance, the present study has demonstrated the ability of the Tag/Catcher AP205
platform to facilitate high density, repetitive presentation of the HAstem trimer in a unidirectional
manner, while maintaining the accessibility of known bnAb epitopes. Additionally, the observed
anchoring of multiple protomers in each HAstem trimer to the CLP surface may help stabilize the native
structure, thus potentially negating the need for complex engineering of the antigen, which can lead to
the formation of unwanted neoepitopes.
Following the successful development of the CLP-HAstem vaccine, we set out to assess whether
CLP-display could improve the HAstem antigen’s capacity for inducing a protective immune response
in mice. This was done by running multiple immunization/challenge studies comparing head-to-head
a CLP-HAstem vaccine with a similar vaccine containing the soluble HAstem protein. Collectively, the
results indicate that CLP display leads to increased immunogenicity of the HAstem antigen and mediate
a faster induction of protective immune responses. The results also suggest that CLP-display even at
low doses (i.e., 1 ug HAstem antigen) elicits immune responses that lower the lung burden of virus
after heterologous influenza challenge. It is also noteworthy that a single dose of CLP-HAstem vaccine
was sufficient to protect mice against heterologous influenza challenge. Although sterilizing immunity
was not achieved, the vaccination resulted in a significantly lower viral load compared to vaccination
with the soluble HAstem . The results are encouraging in the context of any viral pandemic situation,
where rapidly induced protection from severe disease is required without the necessity for subsequent
booster vaccinations. Equally important, the increased immunogenicity provides the prospect of dose
sparing. The longevity study, which showed that elderly mice that had received the CLP-HAstem were
significantly better protected than mice receiving the benchmarking soluble vaccine, which further
demonstrates the capability of the vaccine to induce long-lived protective responses.
Previous studies assessing soluble HAstem vaccines have reported that while their stem-directed
antibodies provide some protection against morbidity and mortality, the mode of action does not seem
to be related to inhibition of viral replication or decreased viral loads [10,11]. In our study, however,
immunization with CLP-HAstem led to a significant reduction in viral titer compared to naive controls.
This suggests that CLP display is modulating the immune response against the HAstem in a different
direction compared to conventional soluble vaccination.
Although the soluble and CLP-based vaccines induce similar overall antigen-specific antibody
titers after a prime-boost-boost regimen, vaccination with CLP-HAstem resulted in significantly lower
viral loads compared to the soluble HAstem , following influenza challenge. This indicates that the
quality of the humoral response and not the magnitude of the response was critical to the induced
protection. This phenomenon has previously been observed [43–45] and could be due to several factors
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including (i) antibody specificity; (ii) antibody avidity; (iii) IgG subclass switching; and (iv) activation
and synergy with other arms of the immune response including innate immunity and T cell responses.
An increasing body of evidence suggests that the in vivo protection induced by HA-stem-directed
antibodies is largely mediated by antibody-dependent cellular cytotoxicity (ADCC) and is highly
reliant on Fc-FcγR interactions [12,17,18,46]. Therefore, due to their relative affinities for activating
versus inhibitory FcγRs and thus their different effector capabilities, IgG subclass plays a crucial role in
influenza vaccine efficacy. In this study, while soluble vs. CLP display of the trimer did not result
in a different total IgG titer after three immunizations, there was a clear difference in the IgG isotype
profiles between the two groups, with the CLP-HAstem vaccine inducing a significantly higher IgG2a
titre. This isotype switching is likely due to the presence of prokaryotic RNA in the center of the
CLPs, which is passively encapsulated during CLP expression. This RNA acts as a potent TLR7/TLR8
agonist and has been directly linked to increased IgG2a levels in other CLP-based vaccines [19,44,47].
In previous direct head-to-head studies, IgG2a monoclonal antibodies targeting the HA-stem [46] and
M2e antigen [48] have been shown to induce a much more potent protection against lethal influenza
challenge compared to IgG1 antibodies with the same epitope specificity. Thus, literature provides
strong support for the role of IgG2a titer in CLP-HAstem -induced protection. However, more studies,
possibly involving passive antibody transfer or the use of FcγR deficient mice, will be necessary to
fully explore this hypothesis.
In combination with isotype switching, epitope specificity could also be contributing to the
increased efficacy of CLP-HAstem . The unidirectional display facilitated by the tag/catcher conjugation
strategy has previously shown to enable a more focused humoral response by masking certain regions
of the antigen and promoting the accessibility or dominance of others [27]. While not directly evaluated
in this study, the antibody repertoire induced by CLP-HAstem may be focused on the more functionally
relevant and vulnerable regions of the stem trimer, resulting in increased protection from viral challenge.
Conversely, HAstem in its soluble formulation may have induced antibodies predominantly targeting
non-protective sites of the antigen, including the neoepitopes engineered into the trimer during its
design. Detailed epitope mapping [49] of the antibody pools induced by each vaccine could reveal if
this is indeed the case.
5. Conclusions
CLP display of the HAstem trimer resulted in a potent, rapidly induced and long-lasting protective
response against influenza challenge in mice; properties that would be of essential importance in a
pandemic situation. Although further studies will be needed to fully reveal the mechanism underlying
this enhanced efficacy, our results show that CLP-HAstem is a promising universal flu vaccine candidate
and supports the use of the Tag/Catcher AP205 platform in the development of vaccines targeting other
trimeric viral antigens.
Supplementary Materials: The following are available online at http://www.mdpi.com/2076-393X/8/3/389/s1,
Figure S1: Sequence comparison of SpyTagged HAstem with wild type HA proteins. Figure S2: Characterization of
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specific IgG titres from dose escalation study.
Author Contributions: Conceptualization, S.T., T.G.T., M.A.N., A.S., A.R.T., J.P.C. and A.F.S.; methodology, S.T.,
J.P.C., A.R.T. and A.F.S.; investigation, S.T., I.E.M.U., C.M.J., J.P.C., K.-L.A., J.H., Y.R.Y.; formal analysis, K.A., S.T.
and A.F.S.; resources, A.B.W.; writing—original draft preparation, K.-L.A., S.T. and A.F.S.; writing—review and
editing, K.-L.A., S.T., C.M.J., J.H., A.B.W., T.G.T., M.A.N., A.S., A.R.T., J.P.C. and A.F.S.; supervision, T.G.T., M.A.N.,
A.S., A.R.T., J.P.C. and A.F.S.; All authors have read and agreed to the published version of the manuscript.
Funding: This research was funded by Independent Research Fund Denmark, grant number 6110-00177B,
Innovation fund Denmark, grant number 8088-00032B and the Lundbeck Foundation Postdoctoral scholarship,
grant number R288-2018-585.
Conflicts of Interest: K.-L.A., I.E.M.U., J.H., Y.R.Y., A.B.W., A.R.T. and J.P.C. declare no conflict of interest. S.T.,
C.M.J., T.G.T., M.A.N., A.S. and A.F.S. are inventors of a patent (WO2016112921 A1) and/or affiliated with a
company involving the tag/catcher AP205 technology. The funders had no role in the design of the study; in

Vaccines 2020, 8, 389

13 of 15

the collection, analyses, or interpretation of data; in the writing of the manuscript, or in the decision to publish
the results.

References
1.

2.
3.

4.
5.
6.

7.
8.
9.
10.

11.

12.

13.

14.
15.
16.

17.

18.

Luliano, A.D.; Roguski, K.M.; Chang, H.H.; Muscatello, D.J.; Palekar, R.; Tempia, S.; Cohen, C.; Gran, J.M.;
Schanzer, D.; Cowling, B.J.; et al. Estimates of global seasonal influenza-associated respiratory mortality:
A modelling study. Lancet 2018, 391, 1285–1300. [CrossRef]
Kim, H.; Webster, R.G.; Webby, R.J. Influenza Virus: Dealing with a Drifting and Shifting Pathogen. Viral
Immunol. 2018, 31, 174–183. [CrossRef] [PubMed]
Bedford, T.; Riley, S.; Barr, I.G.; Broor, S.; Chadha, M.; Cox, N.J.; Daniels, R.S.; Gunasekaran, C.P.; Hurt, A.C.;
Kelso, A.; et al. Global circulation patterns of seasonal influenza viruses vary with antigenic drift. Nature
2015, 523, 217–220. [CrossRef] [PubMed]
McLean, K.A.; Goldin, S.; Nannei, C.; Sparrow, E.; Torelli, G. The 2015 global production capacity of seasonal
and pandemic influenza vaccine. Vaccine 2016, 34, 5410–5413. [CrossRef]
Paules, C.I.; Fauci, A.S. Influenza Vaccines: Good, but We Can Do Better. J. Infect. Dis. 2019, 219, S1–S4.
[CrossRef]
Zost, S.J.; Parkhouse, K.; Gumina, M.E.; Kim, K.; Perez, S.D.; Wilson, P.C.; Treanor, J.J.; Sant, A.J.; Cobey, S.;
Hensley, S.E. Contemporary H3N2 influenza viruses have a glycosylation site that alters binding of antibodies
elicited by egg-adapted vaccine strains. Proc. Natl. Acad. Sci. USA 2017, 114, 12578–12583. [CrossRef]
Paules, C.I.; Sullivan, S.G.; Subbarao, K.; Fauci, A.S. Chasing seasonal influenza-The need for a universal
influenza vaccine. N. Engl. J. Med. 2018, 378, 7–9. [CrossRef]
He, F.; Leyrer, S.; Kwang, J. Strategies towards universal pandemic influenza vaccines. Expert Rev. Vaccines
2016, 15, 215–225. [CrossRef]
Henry, C.; Palm, A.K.E.; Krammer, F.; Wilson, P.C. From Original Antigenic Sin to the Universal Influenza
Virus Vaccine. Trends Immunol. 2018, 39, 70–79. [CrossRef]
Valkenburg, S.A.; Mallajosyula, V.V.A.; Li, O.T.W.; Chin, A.W.H.; Carnell, G.; Temperton, N.; Varadarajan, R.;
Poon, L.L.M. Stalking influenza by vaccination with pre-fusion headless HA mini-stem. Sci. Rep. 2016, 6,
1–11. [CrossRef]
Impagliazzo, A.; Milder, F.; Kuipers, H.; Wagner, M.V.; Zhu, X.; Hoffman, R.M.B.; Van Meersbergen, R.;
Huizingh, J.; Wanningen, P.; Verspuij, J.; et al. A stable trimeric influenza hemagglutinin stem as a broadly
protective immunogen. Science 2015, 349, 1301–1306. [CrossRef] [PubMed]
van der Lubbe, J.E.M.; Verspuij, J.W.A.; Huizingh, J.; Schmit-Tillemans, S.P.R.; Tolboom, J.T.B.M.;
Dekking, L.E.H.A.; Kwaks, T.; Brandenburg, B.; Meijberg, W.; Zahn, R.C.; et al. Mini-HA Is Superior
to Full Length Hemagglutinin Immunization in Inducing Stem-Specific Antibodies and Protection Against
Group 1 Influenza Virus Challenges in Mice. Front. Immunol. 2018, 9, 2350. [CrossRef] [PubMed]
Margine, I.; Krammer, F.; Hai, R.; Heaton, N.S.; Tan, G.S.; Andrews, S.A.; Runstadler, J.A.; Wilson, P.C.;
Albrecht, R.A.; Garcia-Sastre, A.; et al. Hemagglutinin Stalk-Based Universal Vaccine Constructs Protect
against Group 2 Influenza A Viruses. J. Virol. 2013, 87, 10435–10446. [CrossRef] [PubMed]
Wang, S.C.; Liao, H.Y.; Zhang, J.Y.; Cheng, T.J.R.; Wong, C.H. Development of a universal influenza vaccine
using hemagglutinin stem protein produced from Pichia pastoris. Virology 2019, 526, 125–137. [CrossRef]
Krammer, F.; Pica, N.; Hai, R.; Margine, I.; Palese, P. Chimeric Hemagglutinin Influenza Virus Vaccine
Constructs Elicit Broadly Protective Stalk-Specific Antibodies. J. Virol. 2013, 87, 6542–6550. [CrossRef]
Ramirez, A.; Morris, S.; Maucourant, S.; D’Ascanio, I.; Crescente, V.; Lu, I.-N.; Farinelle, S.; Muller, C.P.;
Whelan, M.; Rosenberg, W. A virus-like particle vaccine candidate for influenza A virus based on multiple
conserved antigens presented on hepatitis B tandem core particles. Vaccine 2018, 36, 873–880. [CrossRef]
Jegaskanda, S.; Vanderven, H.A.; Wheatley, A.K.; Kent, S.J. Fc or not Fc; that is the question: Antibody
Fc-receptor interactions are key to universal influenza vaccine design. Hum. Vaccines Immunother. 2017, 13,
1288–1296. [CrossRef]
DiLillo, D.J.; Palese, P.; Wilson, P.C.; Ravetch, J.V. Broadly neutralizing anti-influenza antibodies require Fc
receptor engagement for in vivo protection. J. Clin. Investig. 2016, 126, 605–610. [CrossRef] [PubMed]

Vaccines 2020, 8, 389

19.

20.

21.
22.

23.

24.

25.

26.
27.

28.

29.
30.

31.
32.

33.

34.

35.

36.

14 of 15

Kirsteina, A.; Akopjana, I.; Bogans, J.; Lieknina, I.; Jansons, J.; Skrastina, D.; Kazaka, T.; Tars, K.;
Isakova-Sivak, I.; Mezhenskaya, D.; et al. Construction and Immunogenicity of a Novel Multivalent
Vaccine Prototype Based on Conserved Influenza Virus Antigens. Vaccines 2020, 8, 197. [CrossRef]
Tan, H.X.; Jegaskanda, S.; Juno, J.A.; Esterbauer, R.; Wong, J.; Kelly, H.G.; Liu, Y.; Tilmanis, D.; Hurt, A.C.;
Yewdell, J.W.; et al. Subdominance and poor intrinsic immunogenicity limit humoral immunity targeting
influenza HA stem. J. Clin. Investig. 2019, 129, 850–862. [CrossRef]
Bachmann, M.F.; Jennings, G.T. Vaccine delivery: A matter of size, geometry, kinetics and molecular patterns.
Nat. Rev. Immunol. 2010, 10, 787–796. [CrossRef]
Link, A.; Zabel, F.; Schnetzler, Y.; Titz, A.; Brombacher, F.; Bachmann, M.F. Innate Immunity Mediates
Follicular Transport of Particulate but Not Soluble Protein Antigen. J. Immunol. 2012, 188, 3724–3733.
[CrossRef] [PubMed]
Thrane, S.; Janitzek, C.M.; Matondo, S.; Resende, M.; Gustavsson, T.; De Jongh, W.A.; Clemmensen, S.;
Roeffen, W.; Bolmer, M.V.D.V.; Van Gemert, G.J.; et al. Bacterial superglue enables easy development of
efficient virus - like particle based vaccines. J. Nanobiotechno. 2016, 14, 1–16. [CrossRef] [PubMed]
Janitzek, C.M.; Peabody, J.; Thrane, S.; Carlsen, P.H.R.; Theander, T.G.; Salanti, A.; Chackerian, B.;
Nielsen, M.A.; Sander, A.F. A proof-of-concept study for the design of a VLP-based combinatorial HPV and
placental malaria vaccine. Sci. Rep. 2019, 9, 1–10. [CrossRef]
Palladini, A.; Thrane, S.; Janitzek, C.M.; Pihl, J.; Clemmensen, S.B.; de Jongh, W.A.; Clausen, T.M.; Nicoletti, G.;
Landuzzi, L.; Penichet, M.L.; et al. Virus-like particle display of HER2 induces potent anti-cancer responses.
Oncoimmunology 2018, 7, 1–12. [CrossRef]
Aves, K.-L.; Goksøyr, L.; Sander, A.F. Advantages and Prospects of Tag/Catcher Mediated Antigen Display
on Capsid-Like Particle-Based Vaccines. Viruses 2020, 12, 185. [CrossRef]
Escolano, A.; Gristick, H.B.; Abernathy, M.E.; Merkenschlager, J.; Gautam, R.; Oliveira, T.Y.; Pai, J.; West, A.P.;
Barnes, C.O.; Cohen, A.A.; et al. Immunization expands B cells specific to HIV-1 V3 glycan in mice and
macaques. Nature 2019, 570, 468–473. [CrossRef]
Singh, S.K.; Thrane, S.; Chourasia, B.K.; Teelen, K.; Graumans, W.; Stoter, R.; van Gemert, G.-J.; van de
Vegte-Bolmer, M.G.; Nielsen, M.A.; Salanti, A.; et al. Pfs230 and Pfs48/45 Fusion Proteins Elicit Strong
Transmission-Blocking Antibody Responses Against Plasmodium falciparum. Front. Immunol. 2019, 10, 1256.
[CrossRef]
Suloway, C.; Pulokas, J.; Fellmann, D.; Cheng, A.; Guerra, F.; Quispe, J.; Stagg, S.; Potter, C.S.; Carragher, B.
Automated molecular microscopy: The new Leginon system. J. Struct. Biol. 2005, 151, 41–60. [CrossRef]
Lander, G.C.; Stagg, S.M.; Voss, N.R.; Cheng, A.; Fellmann, D.; Pulokas, J.; Yoshioka, C.; Irving, C.; Mulder, A.;
Lau, P.W.; et al. Appion: An integrated, database-driven pipeline to facilitate EM image processing. J. Struct.
Biol. 2009, 166, 95–102. [CrossRef]
Scheres, S.H.W. RELION: Implementation of a Bayesian approach to cryo-EM structure determination.
J. Struct. Biol. 2012, 180, 519–530. [CrossRef] [PubMed]
Tumban, E.; Peabody, J.; Peabody, D.S.; Chackerian, B. A universal virus-like particle-based vaccine for
human papillomavirus: Longevity of protection and role of endogenous and exogenous adjuvants. Vaccine
2013, 31, 4647–4654. [CrossRef] [PubMed]
Uddback, I.E.M.; Pedersen, L.M.I.; Pedersen, S.R.; Steffensen, M.A.; Holst, P.J.; Thomsen, A.R.; Christensen, J.P.
Combined local and systemic immunization is essential for durable T-cell mediated heterosubtypic immunity
against influenza A virus. Sci. Rep. 2016, 6, 1–15. [CrossRef]
Christensen, D.; Christensen, J.P.; Korsholm, K.S.; Isling, L.K.; Erneholm, K.; Thomsen, A.R.; Andersen, P.
Seasonal Influenza Split Vaccines Confer Partial Cross-Protection against Heterologous Influenza Virus in
Ferrets When Combined with the CAF01 Adjuvant. Front. Immunol. 2018, 8, 1928. [CrossRef] [PubMed]
Kallewaard, N.L.; Corti, D.; Collins, P.J.; Neu, U.; McAuliffe, J.M.; Benjamin, E.; Wachter-Rosati, L.;
Palmer-Hill, F.J.; Yuan, A.Q.; Walker, P.A.; et al. Structure and Function Analysis of an Antibody Recognizing
All Influenza A Subtypes. Cell 2016, 166, 596–608. [CrossRef]
Dreyfus, C.; Laursen, N.S.; Kwaks, T.; Zuijdgeest, D.; Khayat, R.; Ekiert, D.C.; Lee, J.H.; Metlagel, Z.;
Bujny, M.V.; Jongeneelen, M.; et al. Highly conserved protective epitopes on influenza B viruses. Science
2012, 337, 1343–1348. [CrossRef]

Vaccines 2020, 8, 389

37.

38.

39.
40.

41.

42.
43.

44.
45.
46.
47.

48.

49.

15 of 15

Wu, N.C.; Yamayoshi, S.; Ito, M.; Uraki, R.; Kawaoka, Y.; Wilson, I.A. Recurring and Adaptable Binding
Motifs in Broadly Neutralizing Antibodies to Influenza Virus Are Encoded on the D3-9 Segment of the Ig
Gene. Cell Host Microbe 2018, 24, 569–578. [CrossRef]
Kanekiyo, M.; Wei, C.J.; Yassine, H.M.; McTamney, P.M.; Boyington, J.C.; Whittle, J.R.R.; Rao, S.S.; Kong, W.P.;
Wang, L.; Nabel, G.J. Self-assembling influenza nanoparticle vaccines elicit broadly neutralizing H1N1
antibodies. Nature 2013, 499, 102–106. [CrossRef]
Kumar, A.; Meldgaard, T.S.; Bertholet, S. Novel platforms for the development of a universal influenza
vaccine. Front. Immunol. 2018, 9, 600. [CrossRef]
Henry, C.; Zheng, N.Y.; Huang, M.; Cabanov, A.; Rojas, K.T.; Kaur, K.; Andrews, S.F.; Palm, A.K.E.; Chen, Y.Q.;
Li, Y.; et al. Influenza Virus Vaccination Elicits Poorly Adapted B Cell Responses in Elderly Individuals. Cell
Host Microbe 2019, 25, 357–366. [CrossRef]
Kieny, M.P.; Costa, A.; Hombach, J.; Carrasco, P.; Pervikov, Y.; Salisbury, D.; Greco, M.; Gust, I.; LaForce, M.;
Franco-Paredes, C.; et al. A global pandemic influenza vaccine action plan. Vaccine 2006, 24, 6367–6370.
[CrossRef]
Kelly, H.G.; Kent, S.J.; Wheatley, A.K. Immunological basis for enhanced immunity of nanoparticle vaccines.
Expert Rev. Vaccines 2019, 18, 269–280. [CrossRef]
Leneghan, D.B.; Miura, K.; Taylor, I.J.; Li, Y.; Jin, J.; Brune, K.D.; Bachmann, M.F.; Howarth, M.; Long, C.A.;
Biswas, S. Nanoassembly routes stimulate conflicting antibody quantity and quality for transmission-blocking
malaria vaccines. Sci. Rep. 2017, 7, 1–14. [CrossRef]
Gomes, A.C.; Roesti, E.S.; El-Turabi, A.; Bachmann, M.F. Type of RNA Packed in VLPs Impacts IgG Class
Switching—Implications for an Influenza Vaccine Design. Vaccines 2019, 7, 47. [CrossRef]
Feng, J.Q.; Gulati, U.; Zhang, X.; Keitel, W.A.; Thompson, D.M.; James, J.A.; Thompson, L.F.; Air, G.M.
Antibody quantity versus quality after influenza vaccination. Vaccine 2009, 27, 6358–6362. [CrossRef]
Dilillo, D.J.; Tan, G.S.; Palese, P.; Ravetch, J.V. Broadly neutralizing hemagglutinin stalk-specific antibodies
require FcR interactions for protection against influenza virus in vivo. Nat. Med. 2014, 20, 143–151. [CrossRef]
Schmitz, N.; Beerli, R.R.; Bauer, M.; Jegerlehner, A.; Dietmeier, K.; Maudrich, M.; Pumpens, P.; Saudan, P.;
Bachmann, M.F. Universal vaccine against influenza virus: Linking TLR signaling to anti-viral protection.
Eur. J. Immunol. 2012, 42, 863–869. [CrossRef]
Van den Hoecke, S.; Ehrhardt, K.; Kolpe, A.; El Bakkouri, K.; Deng, L.; Grootaert, H.; Schoonooghe, S.;
Smet, A.; Bentahir, M.; Roose, K.; et al. Hierarchical and Redundant Roles of Activating FcγRs in Protection
against Influenza Disease by M2e-Specific IgG1 and IgG2a Antibodies. J. Virol. 2017, 91, 1–13. [CrossRef]
Bianchi, M.; Turner, H.L.; Nogal, B.; Cottrell, C.A.; Oyen, D.; Pauthner, M.; Bastidas, R.; Nedellec, R.;
McCoy, L.E.; Wilson, I.A.; et al. Electron-Microscopy-Based Epitope Mapping Defines Specificities of
Polyclonal Antibodies Elicited during HIV-1 BG505 Envelope Trimer Immunization. Immunity 2018, 49,
288–300. [CrossRef]
© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

